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(A) Western blot
(B) ELISA
(C) Imunoprecipitation
(D) m b E_
2. T i K T RNA T T S 2 vk
(A) miRNA
(B) shRNA
(C) siRNA
(D) m b v drgl AT 4 &
3. B dv FRARB T AEME
(A) Bradford method
(B) Ultraviolet absorption method
(C) Folin reagent
(D) m by gy %"f”‘ﬂ" it
4, 2 {7 DNA & 3 it 2 7 & * ip A Hjir
(A) CsCl gradient centrifugation
(B) Immunoprecipitation.
(C) Sucrose gradient centrifugation
(D) Adgarose gel electrophoresis
5, "3 EEB TEFTDNAE S F BT HREII- BEEE 7
(A) E. coli DNA polymerase |
(B) E.coli DNA polymerase Il
(C) E.coli DNA polymerase IlI
(D) Taq DNA polymerase
6. FFv FHit %5 F T AIRAR ia«*ﬁ&z FoAe AL T eI % 7
(A) Ser
(B) Thr
(C) Tyr
(D) Trp
7o F R0 T % g TODRARM > P FRT A DA MR ?
(A) Asn
(B) Ser

8. 4 hAlY B 5l %Y howsh RNA fhif L
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(A) mRNA
(B) tRNA
(C) rRNA

(D) #r5 RNA & %8 2 fcg B 30— 4%
0. FoREFEAF PR AKI0 TR 2 QPRI L7 ¢TI0 o
(A) Primary structure
(B) Secondary structure
(C) Tertiary structure
(D) Quaternary structure
10. T 7@ J‘Ff #_palindromic (w < & 71 ) : (A)attaat (B)agga (C)ttatt (D)gcggcg

11. DNA 7 electrophoresis # #- =7k #] : %] 2 DNA

(D) 3% wi %

12. Eukaryote £ Prokaryote 7 mRNA £ * 7 F& a3t {s H7F

(A) alternative splicing
(B) polycistronic
(C) monocistronic
(D) polyribosome
13. F 7 iaﬂgf 5 i 41* MRNA p 225 g4 » M PR I enp o
(A) RISC
(B) alternative splicing
(C) RNAI
(D) riboswitch
14. prokaryote # %~ eraribozyme :
(A)16 rRNA
(B) 23 rRNA
(C) 5rRNA
(D) 28 rRNA
15, F s st i ¢
(A) petidyl esterase
(B) peptidyl transaminase
(C) peptidyl transferase
(D) peptidyl lypase
16. % DNA replication =g 42 ¢ - ¢ 2 = supercoiling (excessive twisting) - 3% % 2 £ {1 *

LT RS SRk (R
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(A) helicase
(B) Rnase
(C) DNA ligase

(D) DNA topoisomerase
17. Which of the following can not be used for molecular weight determination for proteins?

(A) SDS-PAGE
(B) Gel filtration
(C) Northern blotting
(D) Mass spectrometry
18. Which of the following methods can not be applied for analyzing protein complexes?
(A) Affinity chromatography
(B) Co-immunoprecipitation
(C) Co-precipitation
(D) Centrifugation
19. Which of the following methods can not be used for analyzing protein-protein interactions?
(A) Yeast two hybrid
(B) Ultrafiltration
(C) Phage display
(D) Co-immunoprecipitation
20. What is the electrophoretic method used as the first dimension in 2-DE, and what is the
principle used for protein separation?
(A) IEF ; pl
(B) IEF ; MW
(C) SDS-PAGE ; pl
(D) SDS-PAGE ; MW
21. Which of the following is not a major technique applied in proteomic studies?
(A) Two-dimensional gel electrophoresis (2-DE)
(B) Mass spectrometry
(C) Bioinformatics
(D) DNA microarray
22. The following methods are now frequently used for determination of three-dimensional
structures of proteins, not including:
(A) Electron microscopy
(B) Light microscopy
(C) Nuclear magnetic resonance (NMR)
(D) X-ray diffraction crystallography
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23. Which of the following can be used as powerful inhibitors for an enzyme-catalyzed reaction,
thus being promising candidates for novel drug design?

(A) Substrates

(B) Products

(C) Transition-state analogs

(D) Reaction intermediates

24. Which of the following methods can be used to visualize membrane rafts and membrane
proteins?

(A) Light microscopy

(B) Electron microscopy

(C) Confocal microscopy

(D) Atomic force microscopy

25. Ni-NTA is a metal chelate affinity chromatography for purification of proteins with

(A) Hise-tags

(B) Flag-tags

(C) HA-tags

(D) GST-tags

26. Which of the following column chromatography can be used to enrich phosphopeptides?
(A) Gel filtration

(B) ConA affinity

(C) IMAC

(D) Antibody affinity.

27. TR AT UiE* kA 45wz p RNA 4 R?

(A) RNA..

(B) Northern blotting.

(C) RT-PCR.

(D)2 ¢ ¢ &

28. KE AR AT 0 BICE R e Y PR wiz (Cancer Stem Cell) » 3 w88 ¢
LR PP e?

(A) Flow cytometry

(B) Transmission Electron Microscope.

(C) Microarray.
(D) Microinjection.
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29.n (nano) ¥ i~ %°?
(A) 103,
(B)10™.
(C) 107
(D) 10°°

30. T A v A A B FL  (size) ® H 4 ?

(A) Immunocytochemistry.

(B) Immunoprecipitation.

(C) Gel filtration.

(D) ra b ¢ &

317 FVRIE PAET 0L kA d Rk A 2

(A) Immunocytochemistry.

(B) SDS-PPAGE.

(C) FISH (fluorescence in situ hybridization).

(D) ™2 ¥t

32.7 A wR3E FogE e K-k e DNA B B E Flmre @ ?

(A) Electroporation

(B) microinjection.

(C) Lipofectamine transfection.

(D) re b ¢ &

33. = #4p Ir &» + & crplasmid DNA;(a) open circular form. (b) linear form. (c) closed circular
form- feAple kR PR AR BE0iE S L

(A)a>b>c

(B).b>a>c

(C)a>c>b

(D).c>b>a.

34. % 4 x4+ Spectrophotometric &k =& p ¢ #7% it chds(double strand) DNA & /% > 42
Ao R A R ? B8 ults o 4 2982 pl ek e AR S SR RAE S 1ml s £ 11 0D260
KA B S FPREEL072 F%2DNARRER &
(A).5 ug/ul.

(B).2 ng/ul.

(C).500 pg/pul.

(D).100 pg/ul.

35.0.2 pmole A F &l0ml ok @ 5 FR BRIER &
(A).2000 nM.

(B).20 nM.

(C).20 uM.
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(D).2 nM.

36. & 2 sl a2 22 (alkaline lysis) :& {7 5 A DNAS B~ > F S iffee 7 T 7 ¥ B
(1)#c » buffer (5M potassium acetate) -

(2)#x » buffer(20 mM Tris-HCI (pH 8.0), 10 mM EDTA (pH 8.0), 50 mM glucose) -
(3)4r » buffer (0.2 N NaOH, 1 % SDS) -

(4)dc & mpAH o

(5)#c » OS% Vi o

(6) 4t » phenol/chloroform -

TN IR S

(A) 123456

(B) 213465

(C) 423165

(D) 431265

3700 FEEALY T LA f R TS5
(A1
(B)3
(€)5
(D)6

3800 F AR T o ki DNA E 5 5005 2
(A)1
(B)3
€5
(D) 6

30.01  F HiBARY 7 oLie {7 DNA 4L #2850 2
(A)1
(B) 2
(€3
(D)5

A0.FTAPAF RS EF TR YD
(A).Western blot.
(B).Immunoprecipitation.

(C).ELISA.

(D). Yeast two hybrid screeing.



